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BROWSer is a spin-off of the University of Bari, which provides
healthcare users with genomics experiences and services
function

MSegDR: the Mitochondrial Disease Sequence Data Resource
Consortium - A global effort, 100+ mitochondrial disease experts.

Expert curation to assess variant pathogenicity in the most prevalent
and/or actionable causes of Leigh syndrome, Leigh-like syndrome,
and pediatric-onset mitochondrial encephalopathy syndromes in
both nuclear and mitochondrial DNA will be performed, and
facilitated by utilization of the Mitochondrial Disease Sequence Data
Resource, MSegDR. Over time, we will continue to broaden our focus
to include variant curation for additional causes of primary
mitochondrial diseases.

Elixir-IIB is the Italian node of the European Elixir Infrastructure.
Elixir-1IIB is a network of universities and research centres; each node
of the consortium has nominated a delegate.
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Chemistry Degree
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Thesis in Theoretical Physical Chemistry, vote 110/110 and honors



1975

skills

Bioinformatic Technologies, Comparative Genomics, In silico analysis to support clinical research, Design and
implementation of biological databases
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English
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Projects

- Design of Human Mitochondrial Databases: HmtDB and HmtVar

- Design of the MToolBox package for the assembly and annotation of human mitochondrial genomes starting
from Whole Exome data

- Project coordinator for the implementation of the MEWAs package aimed at the recognition of allelic co-
occurrences in human mtDNA sites and of nuclear genes expressed in the mitochondrion.

- Analysis of human mitochondrial variability in oncological studies

- Development of compilation of nuclear sequences of mitoochondrial origin (NumtS) related to 23 eukaryotic
species
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