Curriculum vitae
Carmela Gissi

Present Academic Position

Associate Professor in Molecular Biology

Dept of Biosciences, Biotechnology and Biopharmaceutics
Universita degli Studi “Aldo Moro”

Bari, Italy

Education and Employment
Nov 18, 1993: Degree in Biology, Summa cum Laude, at the University of Bari (Italy)
Feb 22, 2000: PhD in Genetics and Molecular Evolution at the University of Bari (Italy)

Dec 2002: Assistant Professor in Molecular Biology at the University of Milan (Italy,
Department of Biomolecular Sciences and Biotechnology)

Oct 2015: Associate Professor in Molecular Biology at the University of Bari (Italy,
Department of Biosciences, Biotechnology and Biopharmaceutics)

Apr 2017: Qualification as Full Professor in Molecular Biology (Abilitazione Scientifica

Nazionale Italiana, deadline 10/04/2023)

Training and Research experience

1995: Graduate student scholarship at the Department of Genetic, Division of Evolutionary
Molecular Systematics, University of Lund (Sweden). Supervisor: Prof. Ulfur Arnason

1996-1999: PhD student on Genetics and Molecular Evolution at the University of Bari (four-year
PhD course)

2000-2002: Postdoc at the University of Milan (Dept. of Physiology and General Biochemistry).

May 2002: Biodiberia Grant of the European Community at the Museo Nacional de Ciencias
Naturales (Madrid, Spain). Project title: “Sequencing and evolutionary analysis of
mitochondrial genomes of Amphibia”. Host: Dr Rafael Zardoya

Feb 2003: Biodiberia Grant of the European Community at the Museo Nacional de Ciencias
Naturales (Madrid, Spain). Project title: “Sequencing and evolutionary analysis of the
complete mitochondrial genome of Pelobates cultripes (Mesobatrachia) and Ascaphus
truei (Archaeobatrachia)”. Host: Dr Rafael Zardoya

Publications
SCOPUS Author ID: 6602089034
ORCID ID: 0000-0002-2269-079X

Past and current research interests

Comparative Genomics

e Evolutionary analyses of the mitochondrial genome (mtDNA) of Mammalia, with particular
emphasis to compositional features, nucleotide substitution pattern and lineage-specific evolutionary
rates.

e Molecular phylogeny of mammals inferred from mitochondrial genes, with particular interest to
the position of Glires (Rodentia plus Lagomorpha). Cloning, sequencing and evolutionary analyses
of mtDNAs of rodents (Sciurus vulgaris and Anomalurus sp.) and lagomorphs (Oryctolagus
cuniculus and Ochotona princeps).

e Molecular phylogeny of amphibian mtDNAs as a case study of the relative performance of
nucleotide and amino acid data in phylogenetic reconstructions.




e Mitogenomics of basal chordates: amplification, sequencing, annotation and evolutionary

analyses of the mtDNA of several ascidian species.

e Identification of cryptic species in Ciona intestinalis through molecular analyses based on

mitochondrial markers; Molecular identification of the Ciona robusta species

e Evolutionary analyses of nuclear genes of chordates, such as genes involved in human
neurodegenerative diseases, and genes involved in the innate immunity system

e Participation to the annotation of the nuclear genome of Branchiostoma floridae (amphioxus)

¢ Participation to nuclear genome projects of ascidian species belonging to the genera Botryllus and
Phallusia

¢ Identification of cryptic species in ascidians through molecular analyses based on mitochondrial
markers

e DNA barcoding

Bioinformatics

e Design and construction of the MITONUC database, collecting nuclear-encoded genes involved

in mitochondrial biogenesis.

e Annotation and analysis of the mouse transcriptome (attendance to RIKEN jamborees for the
functional annotation of a mouse full-length cDNA collection).

e In silico prediction of the transcription process and mRNA maturation in mitochondria of

ascidians, using publicly available EST data of ascidians as test case.

e Collaboration to the construction of the UTRdb database, containing 5’ and 3’ untranslated

regions (UTR) of eukaryotic mRNAs. Structural and evolutionary analyses of UTR sequences.

e Collaboration to the design of the program GENESYN, analysing gene order rearrangements.

e Design and construction of the MitoZoa database, collecting curated entries of complete and
nearly-complete mtDNA entries of metazoans.
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integrative taxonomic framework for the study of the genus Ciona (Ascidiacea) and description
of a new species, Ciona intermedia" Zoological Journal of the Linnean Society 190(4): 1193—
1216; DOI: http://doi.org/10.1093/zoolinnean/zlaa042

Book Publications
1) Saccone C, Gissi C, Pesole G, Sbisa E. (1995) Mitochondrial DNA: facts and fantasy. In:
Palmieri F. et al. (Editors) Elsevier Science B.V, Progress in Cell Research, Vol. 5 pp. 131-135

National and International Meetings: SELECTED TALKS

1) Gissi C, De Chirico A, Pesole G, Saccone C. Velocita di sostituzione nucleotidica in regioni
codificanti e regolatorie del genoma mitocondriale di mammiferi. Convegno congiunto ABCD,
AGI, SIBBM, SIMGBM. Montesilvano Lido, Italy, 30 September-3 October 1997 (Talk)

2) Gissi C. Rates of mt gene evolution. TMR Network Meeting: Molecular Phylogeny of
Mammalian Orders. Stazione Zoologica Anton Dohrn. Napoli-Ischia, Italy, 15-18 October 1998
(Talk)

3) Gissi C, Reyes A, Pesole G, Saccone C. Asymmetric base composition in the mitochondrial
genome of mammals. IV meeting of PhD students in Evolutionary Biology. Heraklion, Creta, 1-
3 April 1998 (Talk)



4) Gissi C, Reyes A, Pesole G, Saccone C. Asimmetria composizionale del genoma mitocondriale
di mammiferi. Convegno congiunto ABCD, AGI, SIBBM, SIMGBM. Montesilvano Lido, Italy,
1-4 October 1998 (Talk)

5) lannelli F, Griggio F, Pesole G, Gissi C. Reshaping the mtDNA circle: new insights from four
newly sequenced ascidian genomes. Incontro Ascidiologi Italiani, Stazione Zoologica “A.
Dohrn”, Napoli, Italy. 3-4 April 2006 (Talk)

6) Gissi C, Griggio F, Tannelli F, Pesole G, Mastrototaro F. “The mitochondrial gene order of
Ascidiacea: extreme variability both within the class and compared to other deuterostomes.” Sth
International Tunicate Meeting, June 2009. Okinawa, Japan. Selected talk

7) Griggio G, Voskoboynik A, Iannelli F, Pushkarev D, Gissi C. “Mitogenomics reveals a
remarkably high intra-species substitution rate in the ascidian Botryllus schlosseri” 6th
International Tunicate Meeting, July 3-7, 2011 McGill University, Montreal, Quebec, Canada.
(Talk)

8) Pennati R, De Sanctis R, Pestarino M, Gissi C, Horner DS, De Bernardi F, Candiani S.
“Comparative analysis of neural related microRNA during the development of Amphioxus and
Ascidians” 6th International Tunicate Meeting, July 3-7, 2011 McGill University, Montreal,
Quebec, Canada. (Talk, presentato da R. Pennati)

9) Christelle Dantec, Jérome Compain, Pierre Cavalet, Delphine Dauga, Kai Wang, Remo Sanges,
Hitoyoshi Yasuo, Alex McDougall, Christian Sardet, Gissi C, Pennati R, Jean-Nicolas Volff, Elia
Stupka, Herman Spaink, Hitoshi Sawada, Hiroki Nishida, and Patrick Lemaire. “Assembly and
annotation of the genomes of two Phallusia and two Halocynthia species.” 7th International
Tunicate Meeting, Naples, 22-26 July 2013. Selected as Oral presentation of P. Lemaire

10) Voskoboynik A, Neff NF, Sahoo D, Newman AM, Pushkarev D, Koh W, Passarelli B, Fan CH,
Mantalas GL, Palmeri KJ, Ishizuka KJ, Gissi C, Griggio F, Ben-Shlomo R, Corey R, Penland L,
White III RA, Weissman IL, Quake SR “The Botryllus schlosseri genome: a genetic toolkit for
the investigation of regeneration and immune system evolution” 7th International Tunicate
Meeting, Naples, 22-26 July 2013. Selected as Oral presentation of A Voskoboynik

11) Lambert G, Gissi C, Sheets E, Griggio F, Cohen CS, Brunetti R, Mastrototaro F, Rosana M. da
Rocha “Morphological and molecular characterization of a worldwide distributed Botrylloides
species.” 7th International Tunicate Meeting, Naples, 22-26 July 2013. Selected as Oral
presentation

12) Montagna M, Sassera D, Griggio F, Epis S, Bandi C, Gissi C “The mitochondrial genome of
Ixodes ricinus reveals Tick-Box: a motif involved in 3'-end formation of mitochondrial transcripts
and conserved in ticks, basal chelicerates plus Drosophila” Entomology Society of America
Annual Meeting 2013, Austin, Texas, 9-14 Nov 1013. Selected as oral presentation by Matteo
Montagna. See http://esa.confex.com/esa/2013/webprogram/Paper73890.html

13) Manni L, Gasparini F, Stach T, Pennati R, Gissi C. “Ciona intestinalis type A is Ciona robusta
Hoshino & Tokioka, 1967, and Ciona intestinalis type B is Ciona intestinalis (Linnaeus, 1767)”
8th International Tunicate Meeting, Aomori, Japan, 13-17 July 2015

14) Fabio Gasparini, Carmela Gissi, Riccardo Brunetti, Francesco Mastrototaro, Lucia Manni
“Disentangling a species complex: the case of the colonial ascidian Botryllus schlosseri” 9th
International Tunicate Meeting, New York, USA, 17-21 July 2017. Talk by Fabio Gasparini

15) Dorothée Huchon, Michal Hadass Sasson, Liran Dray, Emmanuel JP Douzery, Xavier Turon,
Merrick Ekins, Gustav Paulay, Carmela Gissi, Noa Shenkar “Insights from complete
mitochondrial sequences on the phylogenetic relationships of Aplousobranchia” 9 International
Tunicate Meeting, New York University, July 17-21, 2018 Talk by Dorothée Huchon

16) Marika Salonna, Fabio Gasparini, Francesco Mastrototaro, Riccardo Brunetti, Carmela Gissi.
“Occurrence of Botryllus schlosseri species complex (Ascidiacea) along the Italian coasts.” 79°
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Congresso dell’Unione Zoologica Italiana-UZI 2018, September 25-28, 2018 — Lecce (Italy).
SELECTED FOR ORAL PRESENTATION (Marika Salonna)

17) Federica Montesanto, Giovanni Chimienti, Flavia Grieco, Marika Salonna, Carmela Gissi,
Egidio Trainito, Francesco Mastrototaro. “The hitch-hikers of the sea: first record of the non-
indigenous ascidian Symplegma brakenhielmi (Michaelsen, 1904) in the Western Mediterranean.”
79° Congresso dell’Unione Zoologica Italiana-UZI 2018, September 25-28, 2018 — Lecce (Italy).
SELECTED FOR ORAL PRESENTATION (Federica Montesanto)

18) Salonna M, Montesanto F, Mastrototaro F, Ekins M, Gasparini F, Gissi C. “The subfamily
Botryllinae: species identification and phylogenetic reconstruction.” 10th International Tunicate
Meeting, July 7-12, 2019 — Villefranche-sur-mer (France). Oral presentation (Marika Salonna)

19) Montesanto F, Salonna M, Chimienti G, Viard F, Trainito E, Gissi C and Mastrototaro F. “Further
revelations on Ciona taxonomic complexity.” 10th International Tunicate Meeting, July 7-12,
2019 — Villefranche-sur-mer (France). Oral presentation (Federica Montesanto)

National and International Meetings: POSTERS

1) Lanave C, Pesole G, Gissi C, Saccone C. Glutamine synthetase gene evolution in bacteria
Congresso della International society of molecular evolution. Whorkshop on open questions in
molecular evolution. Guanacaste, Costa Rica, 18-23 April 1994

2) Reyes A, Gissi C, Pesole G, Saccone C. Molecular phylogeny of rodents: the position of the
family Gliridae. Euro-American Mammal Congress. Santiago de Compostela, Spain, 19-24 July
1998

3) Saccone C, Sbisa E, Tanzariello F, D’Erchia A.M, Gissi C, Larizza A, Reyes A, Pesole G. 11
genoma mitocondriale di Mammiferi: analisi della dinamica evolutiva e tassonomia molecolare.
Conferenza sulla Ricerca Scientifica delle facolta di Medicina e Chirurgia e Scienze Matematiche
Fisiche e Naturali della Universita degli Studi di Bari. Bari, Italy, 11-12 December 1998

4) Reyes A, Gissi C, Pesole G, Saccone C. Compositional features of the metazoan mitochondrial
genomes and their evolutionary implications. 44° Congresso della Societa Italiana di Biochimica
e Biologia Molecolare. Alghero, Italy, 10-14 September 1999

5) Reyes A, Gissi C, Pesole G, Saccone C. Complete mitochondrial DNA sequence of the european
red squirrel Sciurus vulgaris, and analysis of the phylogenetic relationships among rodents. 44°
Congresso della Societa Italiana di Biochimica e Biologia Molecolare. Alghero, Italy, 10-14
September 1999

6) Gissi C, Reyes A, Pesole G, Saccone C. Lineage-specific evolutionary rate in mammalian
mtDNA. Secondo Congresso FISV. Riva del Garda, Italy, 30 September-4 October 2000.

7) Pesole G, Gissi C, Reyes A, Saccone C. The complete mitochondrial genome of Ochotona
princeps and the phylogeny of mammals. Molecular Evolution: Evolution, Genomics,
Bioinformatics. Sorrento, Italy. 13-16 June 2002

8) Pesole G, Gissi C. Transcript mapping and genome annotation of ascidian mtDNA using EST
data. 5° Convegno FISV: Rimini, Italy. 10-13 October 2003

9) Pesole G, Gissi C. Transcript mapping and genome annotation of ascidian mtDNA using EST
data. International Urochordate Meeting 2003. Carry-le-Rouet, France. 11-15 October 2003

10) Gissi C, Iannelli F, Pesole G. Complete mtDNA of Ciona intestinalis reveals extensive gene
rearrangement and the presence of an afp8 and extra trnaM gene in ascidians. 8" Evolutionary
Biology Meeting at Marseilles, Marseilles, France. 22-24 September 2004.

11)Rota Stabelli O, Horner D, Gissi C, Foster P, Pesole G. Compositional biases and the
mitochondrial phylogeny of arthropods. BITS Conference 2005. Milano, Italy. 17-19 Marzo 2005



12) Gissi C, lannelli F, Griggio F, Pesole G. Delving into Ascidiacea mtDNA: preliminary data from
three newly completed genomes. 3™ International Tunicate Conference, Santa Barbara,
California, USA. 9-13 July 2005

13) Iannelli F, Gissi C, Griggio F, Pesole G. Delving into Ascidiacea mtDNA: preliminary data from
three newly completed genomes. 9" Evolutionary Biology Meeting at Marseilles, Marseilles,
France. 21-23 September 2005.

14) Carotti C, Ragni E, Palomares O, Gissi C, Latge J, Fontaine T, Popolo L. A Cys-enriched domain
related to a novel plant carbohydrate-binding module is essential for the glucan-transferase
activity of a PHR/GEL/GAS protein subfamily. ASM conferences, 8" Candida and Candidiasis,
Denver, Colorado, USA. 13-17 March 2006

15) Iannelli F, Griggio F, Pesole G, Gissi C. Reshaping the mtDNA circle: new insights from four
newly sequenced ascidian genomes. BITS Conference 2006, Bologna, Italy. 28-29 April 2006.

16) Iannelli F, Griggio F, Pesole G, Gissi C. Tunicates mitogenomics: new insights from six newly
sequenced ascidian genomes. FISV 2006, 8th Annual Meeting, Riva del Garda, Italy. 28
September — 1 October 2006.

17) Iannelli F, Griggio F, Pesole G, Gissi C. Ascidian mitogenomics: a surprising case of species-
specific gene order reshuffling. Marine Genomics, an International Conference, Sorrento, Italy.
28 October — 1 November 2006.

18) Iannelli F, Griggio G, Pesole G, Gissi C. Ascidian mitogenomics: a surprising case of species-
specific gene order reshuffling. Marine Genomics Europe: Exploratory Workshop. Roscoff,
France. 15-17 April, 2007

19) Griggio F, lannelli F, Pesole G, Gissi C. Ascidian mitogenomics and the evolution of
mitochondrial gene order in Chordata. BITS Conference 2007. Naples, Italy. 26-28 April 2007.

20) Iannelli F, Pesole G, Sordino P, Gissi C. One ring to divide them all: mitochondrial genomics
unveils two cryptic species in Ciona intestinalis. EMBO Workshop on “Molecular Biodiversity
and DNA Barcoding”. Rome, Italy. 17-19 May, 2007

21)Iannelli F, Pesole G, Sordino P, Gissi C. One ring to divide them all: mitochondrial genomics
unveils two cryptic species in Ciona intestinalis. 4'¢ International Tunicate Conference.
Villefranche-sur-Mer, France. 23-27 June 2007

22)Iannelli F, Griggio F, Pesole G, Gissi C. Ascidian mitogenomics: intra-genus gene order
reshuffling. 4™ International Tunicate Conference. Villefranche-sur-Mer, France. 23-27 June
2007

23) Gissi C, Tartari M, Cattaneo E, Pesole G. Huntingtin gene evolution in Chordata and its peculiar
features in the ascidian Ciona genus. 4™ International Tunicate Conference. Villefranche-sur-
Mer, France. 23-27 June 2007

24) Griggio F, lannelli F, Pesole G, Gissi C. Ascidian mitogenomics: gene order reshuffling at intra-
genus level. FISV 2007, 8th Annual Meeting, Riva del Garda, Italy. 26-29 September 2007.

25)Iannelli F, Pesole G, Sordino P, Gissi C. One ring to divide them all: mitochondrial genomics
unveils two cryptic species in Ciona intestinalis. FISV 2007, 8th Annual Meeting, Riva del Garda,
Italy. 26-29 September 2007

26) Iannelli F, Pesole G, Sordino P, Gissi C. One ring to divide them all: mitochondrial genomics
unveils two cryptic species in Ciona intestinalis. International Invasive Sea Squirt Conference-II,
Brudenell, PEI, Canada. October 2-4, 2007

27) Gissi C, lannelli F, Griggio F, and Pesole G. “High genome plasticity of ascidian mtDNA as
exemplified by comparison of congeneric species.” Annual Meeting of the Society of Molecular
Biology and Evolution (SMBE 2008), Barcelona, Spain. 5-8 June 2008.

10



28) Iannelli F, Pesole G, Sordino P and Gissi C “Mitochondrial genomics demonstrate the existence
of two cryptic species in Ciona intestinalis.” Annual Meeting of the Society of Molecular Biology
and Evolution (SMBE 2008), Barcelona, Spain. 5-8 June 2008.

29) Gissi C, lannelli F, Griggio F, Pesole G. “Simplicity and complexity: mitochondrial genome
diversity in Metazoa.” Mitochondrial Physiology and Pathology - International Symposium, Bari,
Italy. 22-26 June 2008.

30) Iannelli F, Pesole G, Sordino P, Gissi C. “One ring to divide them all: mitochondrial genomics
unveils two cryptic species in Ciona intestinalis.” Il Meeting of the italian ascidiologists, Palermo,
Italy. 31 June - 1 July 2008.

31)Gissi C, Ilannelli F, Griggio F, Pesole G. “The fast evolutionary dynamics of ascidian
mitochondrial genome: an exception to the general deuterostome evolutionary trend”. II Meeting
of the italian ascidiologists, Palermo, Italy. 31 June - 1 July 2008. Pubblicato su Invertebrate
survival journal. - ISSN 1824-307X. - 5:2(2008), p. 89.

32) Iannelli F, Pesole G, Gissi C.”The star ascidian Botryllus schlosseri: first report of similarity in
gene order and regulatory elements between the mitochondrial genome of ascidians and other
deuterostomes” 3rd SIBE Meeting, 2-5 October 2008, Alghero, Italy

33) Gissi C, Griggio F, Iannelli F, and Pesole G. “Evolutionary mitogenomics: the strange case of
ascidians and vertebrates” 3rd SIBE Meeting, 2-5 October 2008, Alghero, Italy

34) Gissi C, Griggio F, Iannelli F. “Evolutionary analyses of sequence and intron-exon structure of
two lectin genes in ascidians” X Incontro della SIICS, Societa Italiana di Immunobiologia
Comparata e dello Sviluppo, 18-20 February 2009, Urbino. Pubblicato su International Survival
Journal 6: 22-31, 2009 (ISSN 1824-307X) (http://www.isj.unimo.it/articoli/ISJ181.pdf)

35) Lupi R, D’Onorio de Meo P, D’ Antonio M, Paoletti D, Castrignano T, Picardi E, Pesole G, Gissi
C. “MitoZoa: a curated database of mitochondrial genomes of Metazoa specifically developed
for genomics and phylogenetic analyses”. BITS Conference 2009. Genova, Italy. 18-20 March
20009.

36) Lupi R, Gissi C. “A combined approach for successful reannotation of animal mitochondrial
tRNAs based on pattern-matching and tRNA-predictor programs.” In: VII Annual Meeting of
The Bionformatics Italian Society. Bari, April 14-16, 2010. Editor: Progredit, Bari, p. 196-198

37) Lupi R, D’Onorio de Meo P, Picardi E, D’ Antonio M, Paoletti D, Castrignano T, Pesole G, Gissi
C. “Investigating the gene order variability and non-coding region sequences of metazoan
mitochondrial genomes: design and construction of a mitogenomics database.” In: VII Annual
Meeting of the Bionformatics Italian Society. Bari, April 14-16, 2010. Editor: Progredit, Bari. p.
193-195

38) Gissi C. “MitoZoa: a curated database of MITOchondrial genomes of metaZOA for comparative
mitogenomics” 18th annual meeting of the Society for Molecular Biology and Evolution (SMBE
2010). Lyon, France, 4-8 July 2010

39)Lupi R, Gissi C. “A survey of mitochondrial evolution in Metazoa: large variability in little
genomes.” IV Congresso SIBE (Societa Italiana di Biologia Evoluzionistica). Milano, Italy, 2-4
September 2010

40) Lupi R, D’Onorio De Meo P, D’ Antonio M, Pavesi G, Griggio F, Pesole G, Castrignano T, Gissi
C “More is better, different is helpful: MitoZoa database improvements and the usage of
mitochondrial gene order diversity as reannotation criterion.” VIII Annual Meeting of the
Bionformatics Italian Society. Pisa, June 20-22, 2011. [a cura di] F. Geraci, R. Marangoni, M.
Pellegrini, M.E. Renda. - Pisa : Edizioni ETS, 2011 Jun 20. - ISBN 978-884673069-5. - pp. 117-
118.
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41) Pennati R, Gissi C, Caicci F, Bishop J, Sato A, De Bernardi F, Griggio F, Manni L. “Analisi
morfologica e molecolare di larve di Ciona intestinalis (Ascidiacea, Tunicata) di tipo A e B.” 73°
Congresso Nazionale UZI (Unione Zoologia Italiana) 24-27 Settembre 2012, Firenze.

42) Gasparini F, Gissi C, Pennati R, Caicci F, Bishop J, Sato A, Giumbo A, Griggio F, Manni L.
“Identification of cryptic species in the invasive ascidian Ciona intestinalis: larval morphological
analyses and molecular screening.” International Workshop on “Molecular tools for monitoring
marine invasive species”. Lecce 12-14 September 2012

43) Griggio F, Voskoboynik A, Iannelli F, Mastrototaro F, Pushkarev Dmitry, Giumbo A, Pesole G,
Gissi C. “The invasive ascidian Botryllus schlosseri: mitogenomics sequence variability as
marker of intra-species variability.” International Workshop on “Molecular tools for monitoring
marine invasive species”. Lecce 12-14 September 2012

44) Voskoboynik A, Neff NF, Sahoo D, Newman AM, Pushkarev D, Koh W, Passarelli B, Fan CH,
Mantalas GL, Palmeri KJ, Ishizuka KJ, Gissi C, Ben-Shlomo R, Corey R, Penland L, White R A,
Weissman IL, Quake SR “The Botryllus schlosseri genome illuminates the early events of
vertebrate evolution” 2nd International Workshop on Tunicate Information System. Kyoto, Japan,
November 27-28, 2012

45) Pennati R, Gissi C, Brunetti R, Caicci F, Bishop J, Sato A, Stach T, Kaul S, Ficetola F, Griggio
F, Manni L. “Identificazione di specie criptiche nell’ascidia Ciona intestinalis: analisi
morfologica della larva e screening molecolare” Convegno GEI (Gruppo Embiologico Italiano)
2013, Varese, 9-12 Giugno 2013

46) Lambert G, Gissi C, Sheets E, Griggio F, Cohen CS, Brunetti R, Mastrototaro F, Rosana M. da
Rocha “Morphological and molecular characterization of a worldwide distributed Botrylloides
species.” 7th International Tunicate Meeting, Naples, 22-26 July 2013. Selected as Oral
presentation

47) Griggio F, Giumbo A, Franchi N, Pesole G, Mastrototaro F, Gissi C. “The Botryllinae subfamily:
first evidence of invariant mitochondrial genome architecture in a sea of ascidian variability.” 7th
International Tunicate Meeting, Naples, 22-26 July 2013

48) Gissi C, Griggio F, Mastrototaro F. “A new COI amplification strategy for species discrimination
and phylogenetic reconstructions in Botryllinae” 8th International Tunicate Meeting, Aomori,
Japan, 13-17 July 2015

49) Manni L, Pennati R, Gissi C, Gasparini F. “When a developmental biology model species changes
name: the case of Ciona intestinalis” European journal of histology (ISSN: 1121-760X) Vol 60,
No 1s (2016): Italian Embryological Group (GEI) Congress, Naples, 20-23 June 2016.

50) Santamaria M, Manzari C, Lionetti C, Marzano M, Fosso B, Balech B, De Filippis T, Sgaramella
G, D’Erchia AM, Gissi C, and Pesole G. “NGS Revolution: high-throughput exploration of
biodiversity with molecular tools” Special Session SS34: Alien species ecological impacts: from
genomics to macroecology of the SIL (International Society of Limnology) 2016 Congress, 31
July - 5 August 2016, Torino, Italy

51)Fosso B, Santamaria M, Manzari C, Lionetti C, D'Erchia AM, Gissi C, Balech B, Pesole G.
“Characterization of the eukaryotic microbiome by 18s rRNA metabarcoding data analysis and
assessment of the relative resolution of v4 and v9 regions” 41° CIESM (The Mediterranean
Science Commission) Congress, Kiel, Germany, 12-16 September 2016

52) Fabio Gasparini, Carmela Gissi, Francesco Mastrototaro, Riccardo Brunetti, Lucia Manni “A
new issue of cryptic species in a model ascidian: developmental stages and DNA barcode for
Botryllus schlosseri clade A” 63° Congresso del Gruppo Embriologico Italiano (GEI). Roma, 12-
15 Giugno 2017
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53) Montesanto F, Chimienti G, Salonna M, Viard F, Trainito E, Gissi C, Mastrototaro F. “Another
Ciona-case (Tunicata, Ascidiacea).” 50° Congresso SIBM 2019, June 10-14, 2019 — Livorno
(Italy). Poster

54)Salonna M, Montesanto F, Mastrototaro F, Gasparini F, Gissi C. “Identifying species and
reconstructing the phylogeny of Botryllinae (Tunicata, Ascidiacea) using an elongated COI
fragment: advantages and pitfalls.” SMBE 2019, July 21-25, 2019- Manchester (UK). Poster

55) Gissi C, Salonna M, Griggio F, Montesanto F, Mastrototaro F, Gasparini F. “Cryptic species E
of the Botryllus schlosseri species complex is a new species.” 10th International Tunicate
Meeting, July 7-12, 2019 — Villefranche-sur-mer (France). Poster

56)Federica Montesanto, Giovanni Chimienti, Marika Salonna, Carmela Gissi, Francesco
Mastrototaro. "The prophecy came true: Aplidium accarense (Milllar, 1953) spreads in the
Mediterranean sea" 80° Congresso dell’Unione Zoologica Italiana-UZI 2019, Roma, 23-26
Settembre 2019

57) Francesco Mastrototaro Federica Montesanto, Marika Salonna, Giovanni Chimienti, Carmela
Gissi. "Integrated taxonomy as useful tool for ascidian model organisms studies" 80° Congresso
dell’Unione Zoologica Italiana-UZI 2019, Roma, 23-26 Settembre 2019

58) Mucciolo S, Salonna M, Gissi C, Prodocimo V, Freire CA, Di Domenico M, Mastrototaro F,
Mastrodonato M, Lana PC, Calamita G "The euryhaline Alitta succinea (Annelida; Nereididae)
expresses aquaporin water channels" 13th International Polychaete Conference, IPC13, 4-9
August 2019, Long Beach, California

59) Virginia Vanni, Marika Salonna, Fabio Gasparini, Carmela Gissi and Lucia Manni "Yamanaka
factors in the budding ascidian Botryllus schlosseri: gene evolution and expression" SIBE 2019,
Padova, 1-4 Settembre 2019

Tutor of undergraduate and graduate students
e 2002-2018: Supervisor of more than 25 theses of M.Sc. students of the following Bachelor’s
(first-cycle) and Master’s (second-cycle) degrees:
= Bachelor’s in Industrial and Environmental Biotechnologies, University of Milan;
= Bachelor’s in Biological Sciences, University of Milan;
= Master’s in Functional Genomics and Bioinformatics, University of Milan;
= Master’s in Molecular Biotechnology and Bioinformatics, University of Milan;
= Master’s in Biological Sciences, University of Milan;
= Bachelor’s in Industrial and Environmental Biotechnologies, University of Milan;
= Bachelor’s in Industrial and Agroindustrial Biotechnologies, University of Bari.
e Some of the students for which I was tutor: Vanessa Guida (2007), Valentina Zappatore (2010),
Nigla Testa (2009), Cosimo Di Fonzo (2009), Adriana Giumbo (2012), Matteo Chiara (2008),
Gianrico Sinisi (2018)

Supervisor of Ph.D. students
e 2002-2010: supervisor of 5 PhD students of the PhD School in Cellular and Molecular Biology
at the University of Milan:
= 2006: Ph.D. thesis: “Dinamica evolutiva del genoma mitocondriale di Ascidiacea” Dr.
Fabio Iannelli, now Bioinformatician at IFOM, the FIRC Institute for Molecular
Oncology, Milano, Italy
= 2007: Ph.D. thesis “Evolutionary features of the mitochondrial genome of Ascidiacea
(Chordata, Tunicata) at short and long phylogenetic distances” Dr. Francesca Griggio,
now researcher at the “Centro Piattaforme Tecnologiche” of the University of Verona,
Italy

13



= 2008: Ph.D. thesis “Development of machine learning methods for the discrimination
between coding and non-coding conserved sequences”. Dr. Matteo Re

= 2009: Ph.D. thesis “Bioinformatic approaches to the identification of regulatory elements
in genomic sequences” Dr. Federico Zambelli, now researcher at the University of Milan

= 2010: Ph.D. thesis “MicroRNA discovery and characterization in Vitis vinifera using
small RNA deep sequencing and support vector machine” Dr Viviana Piccolo, now
Bioinformatics data scientist at the Istituto Clinico Humanitas IRCCS, Department of
Immunology and Inflammation, Milan, Italy

e 2016-2019: supervisor of one PhD student (Marika Salonna) of the PhD School in Functional and
Applied Genomics and Proteomics (University of Bari)

Teaching

2005-2009: course of Laboratory di Bioinformatics (Univ. of Milan)

2003-2009: module of Genomics in the class of Functional Genomics II (Univ. of Milan)
2009-2015: module of Comparative Genomics in the class of Bioinformatics and
Comparative Genomics (Univ. of Milan)

2009-2015: module of Bioinformatics in the class of Molecular Biology and Bioinformatics
(Univ. of Milan)

2013-2015: module of Evolution in the class of Biodiversity and Evolution (Univ. of Milan)
2015-today: course of Molecular Biology (Univ. of Bari)

2017-today: course of Nutrigenomics (Univ. of Bari)

Bari, 2/12/2020
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